Key indicators: single-crystal X-ray study; T = 193 K; mean (C-C) = 0.005 Å; R factor = 0.055; wR factor = 0.103; data-to-parameter ratio = 16.6.
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Experimental
Crystal data [Co(C 10 Table 1 Hydrogen-bond geometry (Å , ). trans-Bis [4-amino-N-(pyrimidin-2-yl) (Wang et al., 2009) , the title cobalt(II) complex has sixcoordinate distorted octahedral geometry and contains two bidentate N-coordinated sulfadiazinate anion and two pyridine molecules occupying the trans sites. One water molecule lies on a 2-fold rotation axis. The coordination mode of sulfadiazine is similar to its cobalt(II) complex (Ajibade et al., 2006) and copper(II) complex (Brown et al., 1987) , but different from Zn(sdz) 2 (Yuan et al., 2001) , polymeric Cd(II) complex (Wang et al. 2005) , and its copper complex (Hossain et al. 2006 ).
The Co-N bond distances involving the sulfonamide atoms N3, N7, the pyrimido atoms N1, N5, and the pyridine atoms N9, N10, are very similar, at 2.132 (2), 2.091 (2), 2.124 (2), 2.168 (2), 2.196 (2), 2.193 (2) Å, respectively. The tetrahedral coordination at S is distorted, as is also found in the neutral sulfadiazine molecule. A three dimensional network is generated by N-H···O and O-H···O hydrogen bonds involving the complex and water molecules.
Experimental 0.1 mmol Co(CH 3 COO) 2 .3H 2 O, 0.2 mmol sulfadiazine, ethanol (2.2 ml), water (0.2 ml) and pyridine (0.2 ml) were placed in a Pyrex tube (ca 25 cm). The tube was frozen with liquid N 2 , evacuated under vacuum, sealed with a torch and heated at 353 K for three days to give red-brown block-shaped crystals, with a yield of 70%.
Refinement
The water H were found in a difference Fourier map and refined freely. Other H atoms were treated as riding, with C-H distances of 0.95 Å,N-H distances of 0.88 Å, were refined as riding with U iso (H) = 1.2U eq (C,N). Figures   Fig. 1 . The molecular structure, showing the atom-labelling scheme. Displacement ellipsoids are drawn at the 50% probability level.
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
